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2- National Center for Biotechnology
Information
3- Forward
4- Reverse

5 SIS o (52093509,5 GBS P (o2
Q‘?’“‘c Lel ..\.u‘ykso Lbujf u.a‘ ..\J‘o..\.w oolaw!
5o lly ool Gl sesiy sla Sl
3 SlS o s Bl Jel> slads,
(Fontana, 2002 .5 1,8 solazwl 5,90
Bl Sl Jl 3 oS ol 352 L
45 o olge & CITES Ly
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1- Phosphate Buffered Salt solution
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Abstract

In this study, a Hindlll Satellite DNA (168bp) wasolated from Russian
sturgeon, Acipenser gueldenstaedtii and was usedpasbe for fluorescent in situ
hybridization (FISH) with the chromosomes of Persisturgeon and Russian
sturgeon. After obtaining suitable chromosomal grapions from the fishes through
leukocyte culture and labeling the probe with Speutorange (Orange-dUTP)
through Nick translation method, the probe was idybed with chromosomes of the
fishes on the microscopic slide. In the studiedooiosomal preparations, the
hybridization colored signals were clearly visibounting the produced signals in
twelve chromosomal preparations of three fishesifeach species showed that the
mean number of the signals in the chromosomal pagipas of the Persian sturgeon
and Russian sturgeon were 67+3 and 68+4 respectivethis study, accurate kind
determining of chromosomes and Hindlll SatDNA site the chromosomes were
impossible due to the presence of microchromosanedsheterogeneity of shapes
and sizes of colored signals.

Key words. Acipenser persicyg\cipenser_gueldenstaedtil SH, Hindll1 SatDNA.
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